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Species Gene Symbol Gene ID GenBank Accession Transcript
Human NDUFS7 374291 BC005954 NM_024407
About the gene
Official Symbol NDUFS7

Previous Symbol

Official Full Name

NADH:ubiquinone oxidoreductase core subunit S7

Synonyms PSST; FLJ46880; FLJ45860; CI-20
Location 19p13.3
Gene Type protein-coding gene
Uniprot ID 075251
Pathway/Library Cancer Target Genes Library

Gene Summary

This gene encodes a protein that is a subunit of one of the complexes that forms the mitochondrial
respiratory chain. This protein is one of over 40 subunits found in complex I, the nicotinamide adenine
dinucleotide (NADH):ubiquinone oxidoreductase. This complex functions in the transfer of electrons from
NADH to the respiratory chain, and ubiquinone is believed to be the immediate electron acceptor for the
enzyme. Mutations in this gene cause Leigh syndrome due to mitochondrial complex I deficiency, a
severe neurological disorder that results in bilaterally symmetrical necrotic lesions in subcortical brain
regions.
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